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MCS of pEX-A128 
 

 
 
Start point: gene insertion site  
            (A of ACCT 3’ of “your gene” is bp no. 1) 
Multiple Cloning Site: bases 19-30 / 2421-2446 
lac Promoter: bases 65-95 
pUC origin: bases 419-1007 
Ampicillin resistance ORF: bases 1178-2038 
 
pEX-For priming site: bases 2323-2343 
pEX-Rev priming site: bases 75-100 
 

GGAGCAGACAAGCCCGTCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCG
GGGCTGGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGAAAGG
caattgGGTACCgagctcGCGGCCGCAAGC>your_gene>ACCTGCTT
TTGCTCGCTTGGATCCgaattcAAAGGTGAAATTGTTATCCGCTCACAA
TTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTG 
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Full Sequence of pEX-A128 (2450 bp) 
 
          (1) 
_YOUR_GENE_acctgcttttgctcgcttggatccgaattcaaaggtgaaattgttatccgc tcaca
attccacacaacatacgagccggaagcataaagtgtaaagcctggggtgcc taatgagtgagctaact
cacattaattgcgttgcgctcactgcccgctttccagtcgggaaacctgtc gtgccagctgcattaat
gaatcggccaacgcgcggggagaggcggtttgcgtattgggcgctcttccg cttcctcgctcactgac
tcgctgcgctcggtcgttcggctgcggcgagcggtatcagctcactcaaag gcggtaatacggttatc
cacagaatcaggggataacgcaggaaagaacatgtgagcaaaaggccagca aaaggccaggaaccgta
aaaaggccgcgttgctggcgtttttccataggctccgcccccctgacgagc atcacaaaaatcgacgc
tcaagtcagaggtggcgaaacccgacaggactataaagataccaggcgttt ccccctggaagctccct
cgtgcgctctcctgttccgaccctgccgcttaccggatacctgtccgcctt tctcccttcgggaagcg
tggcgctttctcatagctcacgctgtaggtatctcagttcggtgtaggtcg ttcgctccaagctgggc
tgtgtgcacgaaccccccgttcagcccgaccgctgcgccttatccggtaac tatcgtcttgagtccaa
cccggtaagacacgacttatcgccactggcagcagccactggtaacaggat tagcagagcgaggtatg
taggcggtgctacagagttcttgaagtggtggcctaactacggctacacta gaagaacagtatttggt
atctgcgctctgctgaagccagttaccttcggaaaaagagttggtagctct tgatccggcaaacaaac
caccgctggtagcggtggtttttttgtttgcaagcagcagattacgcgcag aaaaaaaggatctcaag
aagatcctttgatcttttctacggggtctgacgctcagtggaacgaaaact cacgttaagggattttg
gtcatgagattatcaaaaaggatcttcacctagatccttttaaattaaaaa tgaagttttaaatcaat
ctaaagtatatatgagtaaacttggtctgacagttaccaatgcttaatcag tgaggcacctatctcag
cgatctgtctatttcgttcatccatagttgcctgactccccgtcgtgtaga taactacgatacgggag
ggcttaccatctggccccagtgctgcaatgataccgcgactcccacgctca ccggctccagatttatc
agcaataaaccagccagccggaagggccgagcgcagaagtggtcctgcaac tttatccgcctccatcc
agtctattaattgttgccgggaagctagagtaagtagttcgccagttaata gtttgcgcaacgttgtt
gccattgctacaggcatcgtggtgtcacgctcgtcgtttggtatggcttca ttcagctccggttccca
acgatcaaggcgagttacatgatcccccatgttgtgcaaaaaagcggttag ctccttcggtcctccga
tcgttgtcagaagtaagttggccgcagtgttatcactcatggttatggcag cactgcataattctctt
actgtcatgccatccgtaagatgcttttctgtgactggtgagtactcaacc aagtcattctgagaata
gtgtatgcggcgaccgagttgctcttgcccggcgtcaatacgggataatac cgcgccacatagcagaa
ctttaaaagtgctcatcattggaaaacgttcttcggggcgaaaactctcaa ggatcttaccgctgttg
agatccagttcgatgtaacccactcgtgcacccaactgatcttcagcatct tttactttcaccagcgt
ttctgggtgagcaaaaacaggaaggcaaaatgccgcaaaaaagggaataag ggcgacacggaaatgtt
gaatactcatactcttcctttttcaatattattgaagcatttatcagggtt attgtctcatgagcgga
tacatatttgaatgtatttagaaaaataaacaaataggggttccgcgcaca tttccccgaaaagtgcc
acctgacgtctaagaaaccattattatcatgacattaacctataaaaatag gcgtatcacgaggccct
ttcgtctcgcgcgtttcggtgatgacggtgaaaacctctgacacatgcagc tcccggagacggtcaca
gcttgtctgtaagcggatgccgggagcagacaagcccgtcagggcgcgtca gcgggtgttggcgggtg
tcggggctggcttaactatgcggcatcagagcagattgtactgagagaaag gcaattgggtaccgagc
tcgcggccgcaagc (2450)                                

 


