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pPpEX-A128 vector map, multiple cloning site and full
sequence
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GGAGCAGACAAGCCCGT CAGCGCGCGT CAGCCGEEGT GT TGECGEGTGI CE
GGGCTGECTTAACT AT GCGGECAT CAGAGCAGATTGTACTGAGAGAAAGG
caat t gGGTACCgagct c GCCCGECCGCAAGCC>your gene>ACCTGCTT
TTGCTCCCTTGGATCCgaat t c AAAGGTGAAATTGT TATCCGCTCACAA
TTCCACACAACATACGAGCCGGAAGCATAAAGT GTAAAGCCT G

Start point: gene insertion site
(A of ACCT 3’ of “your gene” is bp no. 1)
Mul tiple Coning Site: bases 19-30/2421-2446
| ac Pronot er: bases 65-95
pUC ori gi n: bases 419-1007
Ampicillin resistance ORF: bases 1178-2038

pEX- For primng site: bases 2323-2343
pEX- Rev primng site: bases 75-100
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Ful | Sequence of pEX-A128 (2450 bp)

(1)

NN RHEEN = cotgctittgctegettggatccgaattcaaaggtgaaattgttatcege

attccacacaacatacgagccggaagcataaagtgtaaagcctggggtgec
cacattaattgcgttgcgctcactgcccgctttccagtcgggaaacctgtce
gaatcggccaacgcgcggggagaggcggtttgegtattgggegcetcttceg
tcgctgcgeteggtegttcggetgcggegageggtatcagcetcactcaaag
cacagaatcaggggataacgcaggaaagaacatgtgagcaaaaggccagca
aaaaggccgcgttgctggcgtttttccataggctccgeccccctgacgage
tcaagtcagaggtggcgaaacccgacaggactataaagataccaggcgttt
cgtgcgctctectgttccgaccctgecgcttaccggatacctgtcegectt
tggcgctttctcatagctcacgctgtaggtatctcagttcggtgtaggteg
tgtgtgcacgaaccccccgttcagcccgaccgctgegecttatccggtaac
cccggtaagacacgacttatcgccactggcagcagcecactggtaacaggat
taggcggtgctacagagttcttgaagtggtggectaactacggctacacta
atctgcgctctgctgaagcecagttaccttcggaaaaagagttggtagctct
caccgctggtagcggtgagttttttgtttgcaagcagcagattacgcgcag
aagatcctttgatcttttctacggggtctgacgctcagtggaacgaaaact
gtcatgagattatcaaaaaggatcttcacctagatccttttaaattaaaaa
ctaaagtatatatgagtaaacttggtctgacagttaccaatgcttaatcag
cgatctgtctatttcgttcatccatagttgcctgactcccegtegtgtaga
ggcttaccatctggccccagtgctgcaatgataccgegactcccacgctca
agcaataaaccagccagccggaagggccgagcgcagaagtggtectgcaac
agtctattaattgttgccgggaagctagagtaagtagttcgccagttaata
gccattgctacaggcatcgtggtgtcacgctegtegtttggtatggettca
acgatcaaggcgagttacatgatcccccatgttgtgcaaaaaagcggttag
tcgttgtcagaagtaagttggccgceagtgttatcactcatggttatggecag
actgtcatgccatccgtaagatgcttttctgtgactggtgagtactcaacc
gtgtatgcggcgaccgagttgctcttgcccggegtcaatacgggataatac
ctttaaaagtgctcatcattggaaaacgttcttcggggcgaaaactctcaa
agatccagttcgatgtaacccactcgtgcacccaactgatcttcagcatct
ttctgggtgagcaaaaacaggaaggcaaaatgccgcaaaaaagggaataag
gaatactcatactcttcctttttcaatattattgaagcatttatcagggtt
tacatatttgaatgtatttagaaaaataaacaaataggggttccgcgcaca
acctgacgtctaagaaaccattattatcatgacattaacctataaaaatag
ttcgtctcgegegtttcggtgatgacggtgaaaacctctgacacatgcage
gcttgtctgtaagcggatgccgggagecagacaageccgtcagggegegtca
tcggggctggcttaactatgcggcatcagagcagattgtactgagagaaag
tcgcggecgcaage  (2450)

tcaca
taatgagtgagctaact
gtgccagctgcattaat
cttcctcgetcactgac
gcggtaatacggttatc
aaaggccaggaaccgta
atcacaaaaatcgacgc
cccectggaagcetecct
tctcccttcgggaageg
ttcgctccaagcetggge
tatcgtcttgagtccaa
tagcagagcgaggtatg
gaagaacagtatttggt
tgatccggcaaacaaac
aaaaaaaggatctcaag
cacgttaagggattttg
tgaagttttaaatcaat
tgaggcacctatctcag
taactacgatacgggag
ccggctccagatttatc
tttatccgcectccatec
gtttgcgcaacgttgtt
ttcagctccggttccca
ctcettcggtectccga
cactgcataattctctt
aagtcattctgagaata
cgcgecacatagcagaa
ggatcttaccgctgttg
tttactttcaccagcgt
ggcgacacggaaatgtt
attgtctcatgagcgga
tttccccgaaaagtgec
gcgtatcacgaggccct
tcccggagacggtcaca
gcgggtgtiggcgggty
gcaattgggtaccgagc



